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MeToabl MCCJAET0BAHUU

Boiaeaenue JTHK u npoBepka kayecTBa

Ha6op JTHK-DKcTpan-2 [lemocTHOCTB — «ueTKas» nojoca (3ekrpodopes);
Konnenrparus — He menee 15 ar/mxir (Qubit 4.0);
(OO0 «CuHTOM»)

Yucrora— ve menee 1,8 (NanoDrop8000).

SNP-renorunupoBanue

JHK-uum Ovine Infinium® HD SNP BeadChip

buonHpOpMAIMOHHBIA AHAJIN3 TAHHBIX

PLINK v1.9, R maket «detectRUNS» , R makert “diveRsity” , Admixture v1.3




CermenTbl romo3urornoctu (runs of homozygosity, ROH)

SNPs
CerMeHTBI TOMO3UTOTHOCTH — 3TO CMEKHBIE
Allele A CAA CC G-— T G A A A YYaCTKH T'OMO3HUI'OTHBIX I'CHOTHIIOB,
Allele B BO3HHMKAKOIIMX  BCJIEACTBHE TOIO, YTO
T GA CC G—T G A T C VWHAWBUAYYM HaCJIECAyeT OOWUH M TOT XK€
‘ rarIoTUI OT 000UX pOoAUTENICH, HHOPETHBIX
Hdﬁidiygotes Reg|on 110 TOMY WJIM THOMY HPEJIKY.

Knaccndpuxanus B 3aBUCUMOCTH OT JJIMHbI

Koporkue cerMeHThI

“ -

*VYKa3pIBalOT HA HEJIAaBHUI MHOPUIUHT B
MOIMYJISIUN: PEKOMOMHAIIYS €Ile HE TTOBIUsIA
HA COKpAIICHUE WACHTUYHBIX TaIIOTUIIOB,
YHACJIEOBAHHBIX OT OOIIETro MpeaKa.

VYKa3bIBalOT Ha 00J1€€ TaBHUN WHOPUIVHT.
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