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AKTya/IbHOM 3a/la4€N B COBPEMEHHOM

OBLIEBO/ICTBE ABNIAETCA UAEHTUDUKALMA TEHOB,

CBA3AHHbIX C NPOAYKTUBHbIMU MPU3HAKAMM
OBEL, M1 Ka4YeCTBOM MSCa.




[lepcneKTUBHbIE reHbl MACHOM
NpoAYKTUBHOCTU OBeEL,
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[lepcneKTUBHbIE FEHbl MACHOM
NpoAYKTUBHOCTU OBeEL,

F'opmoH pocma CsAa3bisarowjul KUpHbie Kucsiombl 6e/10K 4
GH1 u GH2 FABP4
» ycwiuBaet buocunrtes oenka, JJHK, » WUrpaer posib B META00JIU3ME JTUTIUIOB;

PHK, rmukorena; cnocoOCTByeT
MOOMITM3AINH >KUPOB U3 JICTIO U
pacriajly BBICIIHNX XKUPHBIX KUCIIOT U
TJTIOKO3BI B TKAHSX;

» y4acTBYET BO BHYTPHUKJIETOUHOM
TPAHCIIOPTE JIMITHAJIOB.

» aKTUBHPYET aHAOOIMYECKHE MPOIECCHI;

» KOOPAUHHUPYET U PETyIUPYET CKOPOCTh
pOTEKaHUsI OOMEHHBIX MPOIIECCOB.




Llenb paboThl

» AHa/M3 nonammopdmsma reHoB MACHOU NpoAYKTUBHOCTM GH1,
GH2 1 FABP4 y pecypcHou nonyssumm oBely




MeToauKa

OBIIBI: TIOMECH
POMaHOBCKOH C
Kapa4aeBCKOH
nopoxou F2 (n=64) n o
JICJIICHUE

MHoronapameTpuueckuin rpacdmk

L
. 8858888558888358383:

HWFam WVIC

AHann3 NOJYYEHHBIX PE3YJILTATOB ITocranoBka I11[P-PB
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bnaazodapio 3a sBHUMaHue!

Pabora npoBesieHa B paMKax BBITIOJHEHUS 3aJjaHisi MUHUCTEPCTBA HAYKHU U BBICIIEro 0Opa3oBaHusi P

(Ne 0445-2019-0024). I1poOsI oBerl ObLIN MTOTYUYCHBI TIPH TTOAIEpKKe Poccuiickoro Hay4HOTO (hO
(ITpoext PH® Ne19-16-00070)
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